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A shortened time to report is crucial for patients
with symptoms of bacteraemia, particularly in
times of increasing infections with multi-resistant
pathogens. Rapid molecular tests like PCR only
deliver results for MRSA and VRE, while the
rapid detection of multi-resistant gram-negative
pathogens remains unsatisfactory. The objective
of the current study was to reduce time to report
using rapid antimicrobial susceptibility testing

The Department for Infectious Diseases at the University
Hospital Heidelberg received approximately 2600 blood
culture bottles per month with a positivity rate of =20%.
Minimum time to RAST was 7h (median: 20h) and
minimum time to MIC (Vitek) was 18h (median: 37h),
both times depending on the exact time point of positivity
(morning, afternoon, night).

Reduction of median time to report: 17h

Results of agar diffusion were compared to MIC determination for Escherichia coli (n=100),
Staphylococcus aureus (n=50), Enterococcus spp. (n=50), Klebsiella pneumoniae (n=25) and
Pseudomonas aeruginosa (n=25), respectively. Accordance (S/R) between VITEK2 and RAST agar
diffusion results was observed in =97% of cases (Table 1). Especially for Piperacillin/Tazobactam the
number of ATU results was significant (47%, 32%, 40%).

Conclusions

Switch from the classic to the automated workflow reduced the median time to report by 17h. Using
the published zone sizes yielded accurate results compared to MIC determination. The number of
ATU results implies that further investigation of the appropriateness seems recommendable.
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