Table 3. Comparizon of model fits® (linear ve. logarithmic) for entire sample and by form of treatment
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Time segment Sample N [obs/ss") Fit df AlC BIC logLik

Before and in treatment  PAP Lingar [ 4010.11 42478 — 19455
BV108 LD@rithmic ] 3191.1& 41484 — 8958
P Linear ] 105223 10815 — 52000 |
974308 Logarithmic & 1037.13 1046541 —El2E86
Toeal Lingar & 144999 (48125 —T7I899
1354041 6 Logarithmic & 147998 146124 —T0899

Im treatment PAP Linear -] 11951 I620E — 16176
302 Logarithmic & 12694 34948 — |5T74T
PO Linear ] 86472 89259 —42636
FEEFEY Logarithmic & 8463 874.18 —417.15
Toeal Lingar & 120019 123013 —59409
1.090/384 Logarithmic & HT307 120301 — 58054

* Criginating from the logresricted likeliheod (loglik), the Alaido informaton criterion (A1C) and the
Bayesian information criterion (BIC) in addion consider number of model parameters and
observations. Comparison of GOF indices between modek miculated with different samples is not

meaningful.
b : :
Observations of subjects.



